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Abstract: In order to explore the spatial distribution patterns of the phylogenetic diversity of fish community
and the maintenance mechanism in the Yellow River Estuary and its adjacent waters. The phylogenetic o and 3
diversity and their relationship with different influencing factors were examined considering phylogeny of fish

species based on data collected from the surveys in June, July, August and October in 2013 and February, April

W #8 B #3: 2024-07-23, 1£1T B #8:2024-12-02

E&WA: FRE AL R H (2019YFD0901205) ; 23 i ATl (ol ) BHIFE 35 (201303050)

TEEEN: TR (1998—), B, LA, Wi+, 558 5 7] Ry el 896 A4 A5 2%, E-mail: wangbaoliang@stu.ouc.edu.cn
BISEERTERE, MR, FBW 7 Aol % U5 5 42 5%, E-mail: bdxu@ouc.edu.cn


mailto:wangbaoliang@stu.ouc.edu.cn
mailto:bdxu@ouc.edu.cn

% 4 4 EHRR, F:

FAOREAREARIBEEXBHELIER oo p SHRALYAAF 499

and May in 2014. The results showed there were significant monthly variations in the phylogenetic a diversity

of fish community. The PSV and PSR were significantly lower in February, April, and May, and PSE was

significantly higher in April and May. Sea surface temperature (SST) and sea surface salinity (SSS)

significantly influenced the phylogenetic o diversity. Phylogenetic  diversity were relatively high across

different months and different stations regardless of whether the multi-site dissimilarity or the pairwise

dissimilarity calculation methods were used, the turnover component drove the changes in phylogenetic 3

diversity. Sea surface salinity and spatial distance had significant impacts on phylogenetic § diversity and

turnover components. The a and B diversity exhibit noticeable spatio-temporal variations, and environmental

factors and spatial distance are the primary factors influencing the changes in phylogenetic diversity of fish

community in the Yellow River Estuary and its adjacent waters.
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Tab.l Sampling stations information for fish resources survey in
the Yellow River Estuary and its adjacent waters
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Fig. 1 Phylogenetic tree of fish community in the
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Tab.2 Calculation formulas of phylogenetic B diversity and its components
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Tab.3 Species composition of fish community in the Yellow River Estuary and its adjacent water
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il H Aulopiformes Kb
fiff1¥ H Mugiliformes fif
% £ H Beloniformes H A it
8 H Syngnathiformes UN 552

Saurida elongata(Temminck & Schlegel, 1846)
Liza haematocheila( Temminck & Schlegel, 1845)
Hyporhamphus sajori( Temminck & Schlegel, 1846)

Syngnathus acus (Linnaeus, 1758)
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L AR e £ Amoya pflaumi(Bleeker, 1853)
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Mpyersina filifer(Valenciennes, 1837)
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Fig. 2 Phylogenetic a diversity of fish species in the Yellow River Estuary and its adjacent waters
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Fig. 3 Phylogenetic B diversity and its components of fish
species in the Yellow River Estuary and its adjacent

waters using multi-site dissimilarity
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Fig. 4 Phylogenetic B diversity and its components of fish species in the Yellow River Estuary and its adjacent waters using

pairwise dissimilarity
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Tab.5 The results of phylogenetic B diversity and its components

with impact factors based on multiple regression on distance
matrices (MRM)
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Tab.6 The results of phylogenetic B diversity and its components
with impact factors based on the second multiple regression
on distance matrices (MRM)
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